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synthetic wt P99.txt.xdna from 1 to 1185

Alignment to

PO99-Y241A-A-CJ13. seq Matches:571; Mismatches:21; Gaps:1022; Unattempted:0
P99-Y241G-A-CJ1l3.seq-- Matches:569; Mismatches:20; Gaps:1011; Unattempted:0
P99-Y241W-A-CJ13.seq-- Matches:570; Mismatches:20; Gaps:981; Unattempted:0
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1>ATGATCCGTARATCTCTTTGTTGTGCATTACTCT TAGGTATCTCT TG T TCAGCAT TAGCCACGCCCHTC TCAGAAAAACAA T TAGCCGAAG TTGTAGCAA>100
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101>ACACCATCACCCCCTTAATGARAGCCCAATCCGTACCAGGCALGGCCGTCGCAGTCATTTATCAAGGCAAACCCCATTATTATACTTTTGGCAAAGCAGA>200
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201>TATCGCAGCTAATAAACCTGTCACTCCGCAAACGTTGTTCGAACTGGGTTCTATCTCAAAAACTTTCACTGGTGTACTGGGTGGAGATGCAATCGCGCGT>300

D v v s e a0 e e A e e s b4 s g B e e e e e e A e e

v >0

0>~~ Rt o s e i A A 5 0 0 R s AR S R A A R AL winnn B0

0: e o o 0 5 >0

* * * * * w . . . -
301>GGTGARATCTCACTGGATGATGCAGTTACCCGCTACTGGCETCAACTGAC TGEAAAACAN GGCANGGCATCCGCATG T IAGATCTCGCANCCTATACCGS400
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401>CCGGTGGTCTCCCGTTACAAGT TCCCGATGAAGT TACAGAT AATGCGTCCTTATTACGTTTTTACCAGAAT TGGCAACCACAGTGGARACCCGGTACAAC> 500
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501>TCGTTTATACGCCAACGCCTCAATCGGTCTTTTCGGNGCTC TCGCAGTCAAACCTAGTGGCATGCCATACGARCAAGCCATCACAACCCGCGTACTCANA600
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601»>CCCTTAAAATTAGATCACACTTGGAT TAACGTCCCTAAAGCAGAAGAAGCCCACTATGCATGGGGTTACCGCGATGGARARGCGGTTCGTGTCAGCCCCG>700
8>NNNNNAAANNNNNATCACACTTGGAN TAACGTCCCTARAGCAGANGAAGCCCACTATGCATGGGGT TACCGCGATGGAARAGCGGTTCGTGTCAGCCCCG>107
5>NNNNNNNNNNNNNNTCACACTTGGAT TAACGTCCCTAAAGCAGAAGAAGCCCACTATGCATGGGGT TACCGCGATGGARRAGCGGTTCGTGTCAGCCCCG»104
6>NNNNNNNNNNNNNATCACACTTGGATTAACGTCCCTANGCAGANGANGCCCACTATGCATGGGGT TACCGCGATCGARAAGCGGTTCGTGTCAGCCCCG>105
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Vu.f 701>GAATGTTAGATGCTCANGC 5GAGTTAAAACAAACGTACARGATATGGCAAAT TGGGTAATGGCARATATGGCCCCAGANAACGTTGCAGATGCGTC>800
YJQ‘A 108>CGAATGTTAGATGCTCAAGE] l'GAGTTAAAACAAACGTACAAGATATGGCAAATTCGGTAATGGCAAATATGGCCCCAGAAAACGTTGCAGATGCQ?C>?07
*j‘*ftl05>GAATGTTACATGCTCAAGCI GAGTTAARACAAACGTACAAGATATGGCAAATTGGGTAATGGCAAATATGGCCCCAGAAAACGTTGCAGATGCGTC>204
Yh“ 06>GAATGTTAGATGCTCARGC GAGTTAARRCAAACGTACAAGATATGGCARATTGGGTAATGGCARATATGGCCCCAGARRACGTTGCAGATGCGTC>205
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801> TTTAAAACAAGGTAT TGCACTCGCACAGTCACGETACTGGCGCATTGGETC TATGTATCAAGGTC TCGGTTGGGARATGTTGAACTGGCCGGTCGAAGCT»900
208> TTTAARACAAGGTATTGCAC TCGEACAGTCACGC TACTGGCGCATTGGCTCTATGTATCAAGGTC TCGGTTCGCARATGTTGANC TGGCCCETCGANGC 307
205> TTTAAAACAAGGTATTGCACTCGCACAGTCACGCTACTGGCGCATTGGCICTATGTATCAAGGTC TCGGTTGGGARATGTTGAACTGGCCGGTCGAAGCT» 304
206> TTTAAAACAAGGTATTGCACTCGCACAGICACGC TACTGGCGCAT TGGCTC TATGTATCAAGGTCTCGGTTGGGARATGT TGAACTGCCCGGTCGAAGCT>305
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90l>AACACAGTAGTAGAAGGTAGCGATTCGAAAGTGGCATTAGCTCCCTTACCCGTAGCAGAAGTCAATCCCCCGGCTCCTCCTGTCAAAGCATCCTGGGTTC)1000




308>AACACAGTAGTAGAAGGTAGCGATTCGARAGTGGCAT TAGC TCCCTTACCCGTAGCAGAAGTCAATCCCCCGGCTCCTCCTGTCARAGCATCCTGGGTTC>407
305>AACNACAGTAGTAGAACG TAGCGAT TCGARAGTGGCATTAGC TCCCT TACCCGTAGEAGAAGTCAATCCCCCGGCTCCTCETGTCARAGCATCCTGGGTTC >4 04
306>AACACAGTAGTAGARGGTAGCGATTCGANMAGTGGCATTAGC TCCCTTACCCGTAGCAGAAGTCAATCCCCCGGCTCCTCCTGTCARAGCATCCTGGGTTC>405

* * * * * * * * * *

1001 >ATAAGACTGGCTCAACCGGTGGTTTCGGTTCCTATGT TGCGTTTATTCCAGAAAAACAAATTGGTATTGT TATGC TTGCTAACACCTCTTATCCARATCC»1100
408>ATAAGACTGGCTCAACCGELGG T T TCGGTTCCTATGTTGCGTTTAT TCCAGAAAAACAAAT TGGTAT TG T TATGC T TGCTAACACC TCTTATCCARATCC >507
405>ATAAGACTGGCTCAACCGGTGCTTTCGGTTCCTATGTTGCGTTTAT TCCAGAAAAACAAATTGG TAT TG T TATGC I TGC TAACACCTCTTATCCARATCC»504
406>ATAAGACTGGCTCARCCGGTGGTTTCGGT TCCTATGTTGCGTTTATTCCAGAAAAACAAAT TGGTATTGT TATGCTTGCTAACACCTC TTATCCARATCC>505
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1101>AGCTCGTGTAGAAGCGGCCTACCATAT TCTCGANGCACTGCAAAAGC T TGCGGCCGCACTCGAGCACCACCACCACCACCAC TG - rene e o e >1185
508>AGCTCGTGTAGAAGCGGCCTACCATATTC TCGAAGCACTGCAAAAGE TTGCGGCCGCACTCGAGCACCACCACCACCACCACTGAGATCCGGCTGCTAACS607
505>AGCTCGTGTAGAAGCGGCCTACCATATTCTCGARGCACTGCARAAGC T TGCGGCCGCACTCGAGCACCACCACCACCACCACTGAGATCCGGCTGCTAAC 604
506>AGCTCETGTAGAAGCGGCCTACCATATTC TCGAAGCACTGCARAAGE TTGCGGCCGCACTCGAGCACCACCACCACCACCACTGAGATCCGGCTGCTAAC 605

* * * * * * * * * *
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608>AAAGCCCGAAAGGAAGCTGAGTTGGCTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTGA>707
605>AAAGCCCGAAAGGAAGCTGAGTTGGCTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGNNGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTGA>704
606>ARAGCCCGAAAGGANGCTGACGT TGGCTGCTGCCACCGC TGAGCAATAAC TAGCATAACCCCTTGGGGCCTCTARACGGGTC T TGAGGGGTTTTTTGCTGA»705

* * * * * * * * ] *
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708>AAGGAGGAACTATATCCGGATTGGCGAATGEEACGCGCCCTCTAGCGGCGCAT TAAGCGCGGCGGGTGTGGTGGTTACGCGCAGCGTGACCGCTACACTT>807
705>AAGGAGGAACTATATCCGGATTGGCGAATGGGACGCGCCCTGTAGCGGCGCAT TAAGCGCGECGGETGTGGTGGTTACGCGCAGCGTGACCGCTACACTT>804
706>AAGGAGGAACTATATCCGGAT TGGCGAATGEGACGCGCCCTGTAGCGECGCAT TAAGCGCGGECGGGETGTGGTGGNTACGCGCAGCGTGACCGC TACACTT>805
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808»GCCAGCGCCCTAGCGCCCGCTCCTTTCGCTTTCT TCCCT TCCTTTCTCGCCACGTTCGCCGGCTTTCCCCGTCAAGCTCTAAATCGGGGCTCCCTTTAGG>907
805»GCCAGCGCCCTAGCGCCCGCTCCT I ICGCTTTCTTCCCTTCATTTC TCGCACG I TICGCCEECTINCCCCETCAAGCTCTAMTCGGGGCTNCCTTTAGGG> 904

806>GCCAGCGCCCTACCACCCGCTCCTTTCGCTTTCTTCCCTICNTTCTCGCCACGTTCGCNGCTTTNCCCGTCAAGC TCTAATCGGGGCTNCCTTTAGGNNN>905

* * * * * * * . * * *
11855~~mnn s A AR N RN S A o B bt S s sl S NS R
908>GTNCNATTTAGTGCTTTANNNNC TCGACCCAAAAANTNNTAGGNGATGNNANGTNNGNNNTCNCCNGNNNANANGN T T TCNCCCTTGANGTNGNANNTCC>1007
905:>NNCNANTTANNGCTTTANGCNCNCGNNNNNAAAAC TGATNNNNANGNNACGTNNGGNNTCNCCNGANNNANGTTTCNCCCTTGACGTNGNANTCNNCGTN>1004
906>ATTTAGTGCTTTACGGNNCTCGACCCCNARRACTTGATNGGGNGANGGNTCNCGTNNNGGGNCATCNCC TN e >976
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