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Total 28 unigue mutants out of 192 clones screened.

N366R
S338A
Y241W

L139E+Y241G
L139W+Y241wW
L139W+Y241G
L139E+5338wW
Y241G+S338A
Y241A+5338A
Y241W+N366R
Y241W+5338A

L139W+Y241A+N366R
L139W+Y241A+5338W
L139W+Y241A+N366R
L139W+Y241W+S338A
L139W+Y241G+5338A
L139W+Y241A+5338A
L139Y+5338A+N366R
L139Y+Y241W+S338W
L139Y+Y241A+S338A

L13SE+Y241G+5338A+N366R
L139E+Y241W+5338A+N366R
L139W+Y241W+S338A+N366R
L139W+Y241A+5338A+N366R
L139Y+Y241W+5338W+N366R
L139Y+Y241A+5338W+N366Y
L139Y+Y241A+S338W+N366R
L139Y+Y241G+5S338A+N366R




Library 2, Plate 1

CLONE MIC (ug/ml) *Green is repeat value Mutation(s)
Ampicitlin* Cephalothin* Ceftazidime*

WT ~166 ~166 | ~1200 | ~1200 | ~3.1 ~3.1 | WT

Al 5.2 4.6 18.7 NG 0.02 | L139W+Y241W+5338A

A3 2.6 9.3 9.6 0.02 0.02 ! L139W+S338A+N366R+A373T

Ad 2.6 NG 9.3 NG 0.02 | L139W+Y241G+S338A

A5 41.6 NG 37.5 NG 0.78 | Y241W+S5338A

A8 2.6 4.6 9.3 NG 0.02 | L139E+336, 337, 338, 339+N366R

Al0 26 9.3 9.3 NG 0.02 | L13SE+A228V+Y241G+S338A+N366R

All 41.6 75 300 NG 0.3%9 | N366R

B2 2.6 9.3 18.7 NG 0.02 | L139W+Y241A+N366R

B4 2.6 NG 9.3 NG 0.02 | Re-sequencing

B7 2.5 9.3 9.3 0.02 0.02 | L139W+Y241A+5338W

BS 2.5 9.3 9.3 0.01 0.02 | Y241A+5338W+A360V

B10 20.0 9.3 75 NG 0.39 | Y241A+5338A

Bl1 2.6 NG 9.3 NG 0.02 | Re-sequencing

B12 2.6 NG ~18.7 NG 0.02 | Y241G+N366R RESEQUENCE WITH F PRIMER

3 26 4.6 4.6 NG 0.02 | RESEQUENCE

C4 41 1.1 ~75 NG 1.5 RESEQUENCE

C7 5.0 9.3 4.6 0.02 0.02 | RESEQUENCE

C9 2.5 9.3 9.3 0.02 0.02 | L139E+Y241G+5338A+N366R
C10 5 2.3 9.3 0.02 0.02 | RESEQUENCE

C11 2.5 4.6 ~18.7 | 0.04 0.02 | L139W+Y241A+N366R

C12 2.5 2.3 ~18.7 | 0.04 0.02 | RESEQUENCE

D4 2.5 NG 4.6 NG 0.02 | L139W+Y241W+5338A+N366R

D8 25 NG 9.3 NG 0.02 | A173T+Y241W+S338W+N366R
D11 2.5 NG 9.3 NG 0.02 L139E+ NOT GOOD CLONE MULTIPLE DEL AT C-TERM
D12 20 NG 9.3 NG 0.08 | L139E+Y241G

El 2.5 NG 9.3 NG 0.02 | L139Y+Y241G+S338A+N366R

E3 2.5 NG 9.3 NG 0.02 | L139W+Y241A+5338A+N366R

E4 10.0 9.2 375 NG 0.19 | Y241G+5338A

ES 2.5 9.3 9.3 NG 0.02 | D225Y+Y241G+5338A

E8 41 NG 375 NG 0.39 | No Mutation found with R primer; F-primer didn’t work
E10D 2.5 NG ~18.7 NG 0.02 L139E+ F-primer didn’t work

E11 2.5 9.3 ~18.7 NG 0.02 [ L139E+ F-primer didn’t work

F1 2.5 NG 9.3 NG 0.02 | RESEQUENCE

F3 5.1 9.3 5.3 0.02 0.02 | L139W+ F-primer didn’t work

F4 2.5 9.3 9.3 0.02 0.02 | RESEQUENCE

6 10.3 9.3 9.3 0.09 0.078 | RESEQUENCE

G2 10.3 18.7 37.5 0.02 0.02 | No Mutation found with R primer; F-primer didn’t work
G3 20.7 37.5 37.5 0.78 0.78 | G94R+L139Y+FRAMESHIFT mutation

G9 20,7 18.5 150 0.04 0.04 | No Mutation found with R primer; F-primer didn’t work
G110 10.3 9.3 9.3 0.75 | No Mutation found with R primer; F-primer didn’t work
H2 10.3 9.3 18.7 0.02 RESEQUENCE

H3 5.1 18.7 4.6 0.02 | RESEQUENCE

H4 ~166 1200 1200 3.1 RESEQUENCE

RESEQUENCE




Librorq 2, Pl

HL

S Y
Sl HH Y H Yy
Sl H& S HH HA
o[+ M4+ 4+
o| 14 HA{ 4 H H¥
NV V] [
SR RIRI RV E RIS
...m. wEFL L] 4 s A
M IO MY
m ol
S| 2+_,.—\,_
m MBI
2| |2[<|x|o|o]u]<|o|=
<
Sl RE

7-1h
743
599

€45




+

i2

11

o

10

,}_

4=
~o

T
| F [+ | F

H2

Rl M e ol - ol B
e o I ol e o B
+

B e 3 Bl s

Librer 2, Platid

il
2 SN

0|

Al x4 [x |+ 1%

<

—

ih

—

3%

il B ol B il e vl B B .

M

1

———
-

<2

H

Lane
A

Antibiotic:A'W\_P Date: 1] /16

2
Y
3
24
X o
B

Clone

2\




Wevay 2, Pletd

Bopdets
M2S(1Y At >
Antibiotic: £ € |Date: |]]261\C

Clone | Lane 1 2 3 4 5 6 7 8 9 101 11| 12
Wt | A | -]+ [+ [c][+]x]x}+lir it
3 B |— |— |~ |—m |—1l—1~— +| [+ |41 F
I R I P S I S O 2 . 0 o o e
c? 0 |~ |- |- |- |- J-[*|4+ |+ 14+ |+
cq | e 1o 1- | — 1= |= - +l+1+ 1+ 1F
Clo |l * [~ 1= [-[=[=1# 1+ 1+ [+[+ 1T
1) c = [~ =-|—[-]-[~1+1[% [+ 1+ |+

N 9N N N0 A

‘0?\ 9 o0 5 g 2\ & — ‘b‘




ST HL e
Sl HHHHHH Y
St H H | L]+ +
ol 44 H4H HH +
o HHH +| 4 + HE
~AH e Y
G\fﬁzf\«-p,%
ST o U] i e[ 4]
NG RULEE
(=]
od [~ 1]y [
Mw, 1—n_’fuf_
8| |8 <|m|o|a|uw|wfo|=
M —
21| 5100 2 (-
awDDDDE_EE

97)
Tes




€s0p Dot LKorang 2, Platz |
W as]iy H 5
Antibiotic: A—(Y'\P Date: I])j,b![q .
Clone [ Lane 1 2 3 4 5[ 6 7 8 9 10 | 11 | 12
ES| A | —f—m == b |- =4+ |+ F |+
E B | —|— |- |4+ i 4|44 ]y 1% |44 ]|+
Elol ¢ el Wt e B oot M Rl o B e N N B K sl .
Fl| & [—=1—-| |=]—]-]—]l&] £f*]lx |+
NG N\ /] AN\ N
/AW IVARN VARV RVVA RN WA R VAR
7 H / Y / N V4 \




